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Elucidation of methane- and butanol-production pathways by novel white-rot fungi

Hirai, Hirofumi
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We screened each mutant which produced methane or butanol, from hyper lignin
degrading fungus Phanerochaete sordida YK-624. Although no butanol-producing mutant was detected,
methane-producing mutant was isolated. In order to analyze the mutation site of the genome DNA,
whole genome sequence was carried out by MiSeq. We could not determine the mutation site since the
cell of P. sordida YK-624 was coenocyte and the mutation was occurred in only a certain nucleus.
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1)
Phanerochaete sordida YK-624
PDA 4
(2)
P. sordida YK-624 uv uUVv-64 URA5
URA5 U 73
3) U
U PDA 5mi glucose 20 g/L, yeast extract 10 g/L,
(NH4)2S04 2 g/L, MgSO4 7H20 0.5 g/L, pH 4.5 30 12
1 mL Gas
Chromatography-Thermal Conductivity Detector GC-TCD; GC-3200
GC-TCD Molecular Sieve 5A 60/80 SUS 3 m
x O.D. 1/8inch / 1.D. 2.2 mm 26 mL/min
Detector 80 injection port 80 oven 50 TCD 70 mA
16, 800%xg, 10 min, 4 PTPE, 0.2 um,
Millex-LG HPLC 1- HPLC
Shodex SH1821 0.5 mM H2SOsag. 0.6 mL/min
75 Refractive Index Detector RI
(4) URA5
U] URAS inverse PCR
DNA URA5
URA5
inverse PCR

DNA MiSeq URAS
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P sordida YK-624 4 P sordidaYK-624
10 pm
URAS5
1
inverse PCR  MiSeq
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