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Iiolation and functional analysis of transcriptional factor of CitCCD4 in citrus
ruit
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B -Citraurin, a C30 apocarotenoid, is a color-imparting pigment responsible
for the reddish color of citrus fruits. CitCCD4 is the key enzyme involved in biosynthesis of f3
-citraurin. To elucidate the mechanism of B -citraurin accumulation in citrus, transcription factors

of CitCCD4 were isolated, and the functions of these transcription factors were analyzed by
agroinfiltration method. The results indicate that one of the candidate genes might have the
function to regulate the expression of CitCCD4 and the accumulation of ( -citraurin in citrus
fruits.
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