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Molecular mechanism of important traits in Brassicaceae floricultural plant
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bHLH1 ans bhlh2

Garden stock (Matthiola incana) is one of the most popular floricultural
plants in winter season. We performed RNA-seq analysis using the petals of Vintage Lavender, and
were successful to identify the anthocyanin biosynthetic structural and regulator genes . In
addition, we revealed that the levels of bHLH2 transcripts were correlated well with those of
anthocyanin accumulation, and that the deficiencies of either ans or bhlhl were responsible for
white flower coloration. TuMV vector is good tool to analysis gene function in stock. Moreover, we

were also successful to produce stable transgenic stock plants.

RNA-seq
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