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Elucidation of the esterification mechanism of beta-cryptoxanthin in citrus
ruit

Zhang, Lancui
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In this study, to elucidate the mechanism of the xanthophyll esterification
in citrus fruit, the changes in the contents of xanthophyll esters were investigated in the flavedo
and juice sacs of different citrus varieties during the ripening process. The results showed that
the contents of xanthophyll esters increased gradually in citrus fruit during the ripening process,
and more than 85% of xanthophylls were present in esterified forms in the mature fruit. In addition,

we screed the genes involved in xanthophyll esterification by microarray analysis. The results
showed that the expression of CitXES1l, CitXES6, CitXES7, CitXES8, and CitXES9 increased rapidly in
the citrus fruit during the ripening process. The changes in the expression of CitXESs were well
consistent with the accumulation of xanthophyll esters during the ripening process, which indicated
that CitXESs might be the key genes responsible for xanthophyll esterification in citrus fruit.
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