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Construction of the production technique of phenols glucosides from lignin with
white-rot fungi

Hirai, Hirofumi
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By the characteristics of recombinant proteins using E. coli, glucosyl
transferase (UGT72E2) from Arabidopsis thaliana was suitable for the formation of low molecular
weight lignin glucoside, and then the cDNA was introduced into hyper lignin-degrading fungus
Phanerochaete sordida YK-624. Ten strains was obtained as ugt72e2-introducing strains (UGT72E2
strain), and the UGT72E2-27 strain showed highest activity of vanillyl alcohol glucoside formation.

Moreover, ugp2 was selected as UTP-glucose-1-phosphate uridylyltransferase gene in P. sordida
YK-624.
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