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FUTAMATA, Hiroyuki

3,200,000 960,000

(TCE)
TCE TCE

Dehalococcoides )
Moraxella osloensi

The mechanism of hydrogen interspecies transfer which enables to dechlorinate tric
hloroethene (TCE) effectively was characterized. Methane production was observed during TCE-dechlorinatio
n in the non-effective dechlorinating culture, while methane was produced rapidly after TCE-dechlorination

in the effective dechlorinating culture. Molecular techniques revealed that aceticlastic methanogens com

peted with Dechlorinator, on the other hand, hydrogenotrophic methanogens did not. These results suggeste
d that the activity of anaerobic acetate oxidizing bacteria play a key role for efficient dechlorination.

We succeeded to isolate anaerobic acetate oxidizing bacteria, closely related to Moraxella osloensis.
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